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• JlibSEDML	  update	  
	  
• ApplicaEon	  support	  



Aims	  and	  scope	  of	  JlibSEDML	  

•  	  API	  to	  read/write	  and	  interpret	  SED-‐ML	  files.	  

•  NaEve	  Java,	  light-‐weight,	  few	  dependencies.	  

•  Two	  independent	  implementaEons	  from	  VCell	  
and	  SBSI	  teams	  merged	  in	  Spring	  2010.	  
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hQp://sourceforge.net/projects/jlibsedml/	  

Java	  library	  for	  SED-‐ML	  
	  
Open-‐source	  MIT	  license	  
	  
Version	  1.1.0	  	  implements	  
SED-‐ML	  level	  1	  version	  1	  
	  
	  
	  
	  

JlibSEDML	  on	  Sourceforge…	  



SED	  
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ApplicaEons	  1	  -‐	  online	  SED-‐ML	  
validator	  

hQp://www.sbsi.ed.ac.uk/html/sedml/	  



ApplicaEons	  2	  -‐	  SED-‐ML	  web	  
service	  

hQp://mook.inf.ed.ac.uk:8848/SedMLWebService/
sedmlws?wsdl	  

Provides the following methods: 
 
// Applies changes to a model and returns the new model 
String applyChanges(String modelID, String originalModel, String 
sedML) 
 
//Validates the SEDML document and returns errors 
SedmlError validate ( String sedMLDoc) 
 
 
 
 



SED-‐ML	  support	  in	  SBSI-‐
www.sbsi.ed.ac.uk	  
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SED-‐ML	  support	  in	  SBSI	  –	  viewing	  
SEDML	  
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SED-‐ML	  support	  in	  SBSI	  –	  execuEng	  
SED-‐ML	  
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A	  SED-‐ML	  editor	  
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Future	  implementaEon	  work	  

•  Jlibsedml	  
–  	  Bugfix	  /maintenance	  releases	  

•  Providing	  executable	  SED-‐ML	  through	  web	  
service	  

•  SBSI	  (www.sbsi.ed.ac.uk)	  
– Rich	  editor	  for	  ediEng	  	  and	  annotaEng	  SED-‐ML	  
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